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HIV Helper T-cell Epitopes
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U455 --SS--GI--Q-----
SF1703 --S---DI--N-----
AG_IBNG --S---DI--N-----
92RW020.5 --S---QIl--N-----
92UG031.7 --N---E---S---D-
92UG037.8 --S---HI--E-----
UG275A --N---E---R-L---
UG273A --S---NI--D----A
DJ264A
DJ263A
DJ258A
KENYA
VI191A
Q23-17

CONSENSUS-B
C18MBC
LW123

WR27

YU2

YU10

AC-3

JB

M23470
M26864
M30156
M737677
M737685

wB

SF128A
HEI3CS
BAL2A L VN = S
GUNAA
CM237X
MFA

168C
Qz4589
91US006.10
92THO014.12
91HT651.11
SF2
SF2B13
LAI

HXB2R
GP160EN
NY5CG
NL43
JRCSF
JRFL

ALAL

JH32

BAL1
BRVA weee-N---S---D-
91US005.11  ------G----L-NA
ETR <-N---N---N-----
BAILA
MN
CAM1
ADA
JFL
SIMIg4
BCSG3C
D31
SF162
ovl
SF33
CDC42
HAN

92BR020.4
92US711.14  --ee Grmmeeeee
91US712.4 we-K--DV-rer-G--

CONSENSUS-B —------m---eme--

92US714.1
92US715.6
92US716.6
92US657.1
92HT593.1
92HT594.10  ------ G---Seem
92HT596.4 - G---S--G--
92HT599.24 - DI--S---K-
Yo ———
P86 - DY--D-L-K-
HEI3BL T
HEI4BL - D---Seeem-
HEI20BL S o-
HEI22BL —-N---NI---L-Q-
HEI27BL
HEI28BL
ENVVA
ENVVB
ENVVE ---S--NT--D--A--
03— Ne-mev
us2 - NT----L---
uss3 -N---T-nmmeLon
us4 ~G---G---N---IA
91HT652.11  -------ee- Semem
92UG005 - Gl--N-L---
3202A12 ---S--NT--D--A--
3202A21 RS T—
MANC NG Q-
WEAU160 ~N---G--N---
93THO67A - RE
AD8 - [ CT—
CONSENSUS-C  --s---dt--r-L-d-
92BR025.9 ~-S---NT--R-L-D-
ETH2220 --S---DI--N-L-V-
BU910112 --S---NT--R-L-D-
BR911513 --S---NT--R-L-D-
93MW959.18 --S---DI--K-L-D-
93MW960.3 ~-S---DT--K-L-D-
93MW965.26 --S---DT--R-L-D-
UG268A2 --S---GT--R-L-D-
SM145A --S---DT--R-L-V-
ZAM18A --S---DT--R-L---
ZAM20A --S--SDT--K-L-D-
DJ259A --N---G---G-L-D-
DJ373A --N---ET--R-L-V-
SE364A -N--ee|--S-L---
BU910905A ~S——-QT--W-L-D-
BU91007A --N---NT--R-L-D-
BU91003A --S---DT--R-L-V-
BU91002A - GT--R-L---
BR91015A --S---NT--R-L-D-
BU91001A --S---NT--R-L-D-
BU91006B --SK--KT--D-L-V-
BU91008A --8---Gl--R-L---
BU91004A --S--KGI--G-L-D-
CONSENSUS-D ~ ------ eI —
84ZR085 - Goe-Nemmen
92UG021.16 - G---S---D-
D2UG024W ~-8--G---D---
UG-AMK-3 - G---Nemmev
C971-416 --K--GV--N-----
WHO15-726 - GV--R----
87724622 - G-e-Smee
94UG1141 -en-E-V-S-L-V-
ELI e G---Semev
274 J— G---Renmmv
z6 e G---R----
NDK e G---Semee
92UG024.2 ~-S---G-N-----
N1 GV--S---N-
UG269A - G---Seemev
UG274A2 - e
SE365A2 e Go-Seemem
93ZR001.3 - G---Nemev
CONSENSUS-E ~ --s---ng--eiLT--
92THO11A ~S—--TQ--EILT--
KHO3 --S---NQ--EILT--
KH08 ~-G--NQ--EILT--
I1-175
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HIV Helper T-cell Epitopes

CONSENSUS-E  --5---ng--eiLT--

93TH966.8 ~-S---NQ--EILT--
93TH975.15 --S---NQ--DILT--
92TH006.5 --S---NR--EILTK-
TN235 --S---NQ--EILT--
TN239 --S---NQ--EILTK-
TN242 --S---NQ--EILTK-
TN243 --S---NQ--EILT--
92TH022.4 --S---NQ--EILT--
93TH976.17 --S---NQ--EILT--
CM238X --S---NQ--EILTK-
CM240 --S---NQ--EILT--
AE_90CF402 --NE--NQ--E-LT--
AE_93TH253 --S---NQ--EILT--

CONSENSUS-F  --S--SnE--R---7-
BF_93BR029.4 --S--SNE--R-----

93B8R020.1 -VS--SKE--R---D-
BZ163A --S--SNEV-R--K-
BZ126A ~S--SYE--R—-Q-
CONSENSUS-G  --N---qg--S---—
92RU131.9 —-N---YQ--N-L-
VI525A2 -SeeKQw-Smemme

AG_92NG083.2  --H---QH--S---
AG_93NG003.1 -VS---QQ--S----

LBVvV217 --N---HQ--S-L---
92UG975.10 --N---Q---N---Q-
CONSENSUS-H  Q-S---EE--R-L-V-
90CR056 Q-S-—-EE--R-L-V-
CONSENSUS-O  ¢-n-?S-t--?e-QkA
ANT70 Q-S-IS-T--EE-QKA
MVP5180 H-N-VS-I--DE-QAA
VAU Q-N-VS-F--EK-Q-A
V1686 Q---IS-T--DE-QKA
CONSENSUS-CPZ LV?-2-G?-???L??A
CPZGAB LVS---GK-FG-L--A
CPZANT LVQ-S-GQ--NILQIA



HIV Helper T-cell Epitopes

gp41 Epltope 10 CONSENSUS-B CONSENSUS-E  T-----dr--Kd
92US714.1 93TH966.8 T------DR--KD--
Epitope 10 EESQNQQEKNEQELL 92US715.6 93TH975.15  T------DR--KD--
92US716.6 92TH006.5 TK--D--DR--KD--
CONSENSUS-B eesqnqQeknegelL 92US657.1 TN235 T----- DR--KD--
92HT593.1 TN239 TK--D--DR--KD--
CONSENSUS-A 92HT594.10 TN242 TK--D--DR--KD--
U455 92HT596.4 TN243 T------DR--KD--
SF1703 92HT599.24 92TH022.4 T------DR--KD--
AG_IBNG e 93TH976.17 T---D--DR--KD--
92RW020.5 P896 CM238X TK--D--DR--KD--
92UG031.7 HEI3BL CM240 T------DR--KD--
92UG037.8 HEI4BL AE_90CF402  T---D---R--KD--
UG275A HEI20BL AE_93TH253  T-----—-R--KD--
UG273A HEI22BL
DJ264A HEI27BL CONSENSUS-F S
DJ263A HEI28BL BF_93BR029.4
DJ258A ENVVA 93BR020.1
KENYA ENVVB BZ163A
VI191A ENVVE BZ126A
23-17
Q = CONSENSUS-G ~ —ecremecnee D-
CONSENSUS-B Uss 92RU131.9
C18MBC US4 VI525A2
LW123 O1HTE52.11 AG_92NG083.2
WR27 92UGO0E AG_93NG003.1
YU2 LBV217
3202A12
YU10 3202721 92UG975.10  -Q--T-------D--
AC-3
B MANC CONSENSUS-H  -V--T--e--D--
M23470 WEAU160 90CR056 VAR, (S, M
M26864 93THO67A
ADS8 CONSENSUS-O  QKA-v---?--kk~-
M30156 ANT70 QKA-V---Q--KK--
M737677 CONSENSUS-C ~ -Q--------- kd--
M737685 92BR025.9 MVP5180 QAA-D--—--VKA--
VAU Q-A-E-----K---
we ETH2220 V1686 QKA-V---Q-K--
SF128A BU910112
HEI3CS BR911513 CONSENSUS-CPZ ??A?7?---7-277-?
BAL2A 93MW959.18 CPZGAB -A-See-RD-
GUNAA 93MW960.3 CPZANT QIAHE---R-KK--Y
CM237X 93MW965.26
MFA UG268A2
168C SM145A
QZz4589 ZAM18A
91US006.10 ZAM20A -D--T---Q--K--
92TH014.12 DJ259A B S— D--
91HT651.11 DJ373A V=-T---Q--KD--
SF2 SE364A wemenmene-ND--
SF2B13 BU910905A -D--e-eeeemmv
LAI BU91007A
HXB2R BU91003A
GP160EN BU91002A
NY5CG BR91015A
NL43 BU91001A
JRCSF BU91006B
JRFL BU91008A
ALAL BU91004A
a2 CONSENSUS-D  -srteemmecmecs
BRVA 84ZR085
91US005.11 92UG021.16
ETR D2UG024W
BAIA UG-AMK-3
VN C971-416
CAML WHO15-726
ADA 87TZ24622
94UG1141
JFL ELl
SIMIs84 5976
BCSG3C 76
D31
SF162 NDK
ol 92UG024.2
SF33 Jvl
Py UG269A
AN UG274A2
RF SE365A2
WMI22 93ZR001.3
TB132 CONSENSUS-E  T-----dr--Kd--
92BR020.4 92THO11A T------DR--KN--
92US711.14 KHO3 T------DR--KD--
91US712.4 KHOS T-----D---KD--




gp41 Epitope 11
Epitope 11  QNQQEKNEQELLE?
CONSENSUS-B gngQeknegelLe

CONSENSUS-A
U455
SF1703
AG_IBNG
92RW020.5
92UG031.7
92UG037.8
UG275A
UG273A
DJ264A
DJ263A
DJ258A
KENYA
VI191A
Q23-17

CONSENSUS-B ~ ----emmmeee
C18MBC
LW123
WR27

YU2

YU10

AC-3

JB

M23470
M26864
M30156
M737677
M737685
WB
SF128A
HEI3CS
BAL2A
GUNAA
CM237X
MFA

168C
QZ4589
91US006.10
92TH014.12
91HT651.11
=
SF2B13
LAI

HXB2R
GP160EN
NY5CG
NL43
JRCSF
JRFL

ALAL

JH32

BAL1
BRVA
91US005.11
ETR

BA1A

MN

CAM1
ADA

JFL

SIMI84
BCSG3C
D31

SF162

ovI

SF33
CDC42
HAN

RF

WMJ22
TB132
92BR020.4
92US711.14  —mmemmmeeeee-
91US712.4 e

HIV Helper T-cell Epitopes

CONSENSUS-B CONSENSUS-E  ----dr--Kd---
92US714.1 93TH966.8 ---DR--KD---
92US715.6 93TH975.15 ---DR--KD--G
92US716.6 92TH006.5 -D--DR--KD---
92US657.1 TN235 ----DR--KD---
92HT593.1 TN239 -D--DR--KD---
92HT594.10 TN242 -D--DR--KD---
92HT596.4 TN243 ----DR--KD---
92HT599.24 92TH022.4 ----DR--KD---
sC 93TH976.17 -D--DR--KD---
P896 CM238X -D--DR--KD---
HEI3BL CM240 ----DR--KD---
HEI4BL AE_90CF402 -D---R--KD--A
HEI20BL AE_93TH253 - R--KD---
HEI22BL
HEI27BL CONSENSUS-F = -----m-m—- A
HEI28BL BF_93BR029.4
ENVVA 93BR020.1
ENVVB BZ163A
ENVVE BZ126A
us1
Us2 CONSENSUS-G =~ --------- D--A
US3 92RU131.9
us4 AGSoRE083.2
e AG_93NG003.1
3202A12 LBV217
92UG975.10

3202A21
MANC CONSENSUS-H ~ -T-—--D--A
WEAU160 90CR056 T--D--A
93THO67A
ADS8 CONSENSUS-O  -v---?--kk---

- 3 ANT70 V--Q--KK---
ST ENSUS-C kd-a MVP5180 -D--VKA--
ETH2220 VAU -EereoKos
BU910112 vieas V- QoK
BR911513 CONSENSUS-CPZ ??---2-727-2-
93MW959.18 CPZGAB R S— RD---
93MW960.3 CPZANT HE---R-KK--Y-
93MW965.26
UG268A2
SM145A
ZAM18A
ZAM20A
DJ259A
DJ373A
SE364A
BU910905A
BU91007A
BU91003A
BU91002A
BR91015A
BU91001A
BU91006B
BU91008A
BU91004A
CONSENSUS-D  -te-ermememv
84ZR085
92UG021.16
D2UG024W
UG-AMK-3
C971-416
WHO15-726
87TZ4622
94UG1141
ELI
7276
76
NDK
92UG024.2
Jy1i
UG269A
UG274A2
SE365A2
93ZR001.3
CONSENSUS-E  ---dr--Kd---
92THO11A ----DR--KN---
KHO3 ----DR--KD---
KHO8 <=-D---KD---

II-177
DEC 97



HIV Helper T-cell Epitopes

CONSENSUS-B CONSENSUS-E = —-mcmemmmemeee

gp41 Epitope 12

92US714.1 93TH966.8
Epitope 12 ASLWNWFNITNWLWY 92US715.6 93TH975.15
92US716.6 92TH006.5
CONSENSUS-B  asLwnWiditnwiwy 92US657.1 TN235
92HT593.1 TN239
CONSENSUS-A  -f-----o-S-o-e- 92HT594.10 TN242
U4s5 “N-§---N-S---- 92HT596.4 TN243
SF1703 “No-oeoeSKe 92HT599.24 92TH022.4
AG_IBNG sC 93TH976.17
92RW020.5 P896 CM238X
92UG031.7 HEI3BL CM240 e
92UG037.8 HEI4BL AE_Q0CF402 ---e-memv R----
UG275A HEI20BL AE_93TH253  --mm-- G--K----
UG273A HEI22BL
DJ264A HEI27BL CONSENSUS-F  «-ermren- -
DJ263A -N-----G--K---- HEI28BL BF_93BR029.4
DJ258A -G--S--G------- ENVVA 93BR020.1
KENYA ENVVB BZ163A
VI191A S — ENVVE BZ126A
23-17 N N S —
Q = CONSENSUS-G  ----mrnev -
CONSENSUS-B Uss 92RU131.9
C18MBC us4 VI525A2
LW123 O1HTE52.11 AG_92NG083.2
WR27 92UGO0E AG_93NG003.1
YU2 LBV217
3202A12
YU10 3909821 92UG975.10
AC-3
B MANC CONSENSUS-H ~ ---T----SH----
M23470 WEAU160 90CRO056 oo Tome-SH----
V26864 93THO67A _
M30156 AD8 CONSENSUS-O  ~-f--l---K----
ANT70 [
M737677 CONSENSUS-C  q---m-nememer MVP5180
M737685 92BR025.9 VAU
wB ETH2220 V1636 e
SF128A BU910112
HEI3CS BR911513 CONSENSUS-CPZ ?----mmm- P
BAL2A 93MW959.18 CPZGAB
GUNAA 93MW960.3 CPZANT
CM237X 93MW965.26
MFA UG268A2
168C SM145A
Qz4589 ZAM18A
91US006.10 ZAM20A
92TH014.12 DJ259A
91HT651.11 DJ373A
SF2 SE364A
SF2B13 BU910905A
LAI BU91007A
HXB2R BU91003A
GP160EN BU91002A
NY5CG BR91015A
NL43 BU91001A
JRCSF BU91006B
JRFL BU91008A
ALAL BU91004A
a2 CONSENSUS-D - S
84ZR085
BRVA 92UG021.16
91US005.11  D---S--S--Q-- D2UGO34W
SN UG-AMK-3
VN C971-416
CAML WHO15-726
ADA 87724622
= 94UG1141
ELI
SIMIg4 5976
BCSG3C 76
D31
NDK
SF162 920G024.2
ovl -G-S--Srereee :
SFss - o S UG269A
cbcaz S S - UG742
HAN oS Y-S SE365A2
WMI22 93ZR001.3
TB132 CONSENSUS-E
92BR020.4 92THO11A
92US711.14  —memv 3 g KHO3
91US712.4  -ereeeeee Q- KHO8 ~  eeeeeeeeee



HIV Helper T-cell Epitopes

. CONSENSUS-B  —--eemeeeeemes CONSENSUS-E
gp4l Epitope 13 92US714.1 93TH966.8
Epitope 13 IKLFIMIVGGLVGLR 92US715.6 93TH975.15
92US716.6 92TH006.5
CONSENSUS-B  IkiFimivgGLVGLr 92US657.1 TN235
92HT593.1 TN239
CONSENSUS-A  -fo-oeem-o- |- 92HT594.10 TN242
U455 92HT596.4 TN243
SF1703 92HT599.24 92TH022.4
AG_IBNG sC 93TH976.17
92RW020.5 P896 CM238X
92UG031.7 HEI3BL CM240
92UG037.8 HEI4BL AE_90CF402
UG275A HEI20BL AE_93TH253
UG273A HEI22BL
DJ264A HEI27BL CONSENSUS-F
DJ263A HEI28BL BF_93BR029.4
DJ258A ENVVA 93BR020.1
KENYA ENVVB BZ163A
VI191A ENVVE BZ126A
23-17
Q = CONSENSUS-G  -2--wreee- -
CONSENSUS-B  ~--ormrmeenen Uss 92RU131.9 -R--IV-
C18MBC US4 VI525A2
LW123 O1HT652. 11 AG_92NG083.2
WR27 92UG00E AG_93NG003.1
YU2 LBV217
3202A12
YU10 3909821 92UG975.10
AC-3
JB MANC CONSENSUS-H =~ ------m-- I---
M23470 WEAU160 90CR056 ~  -=w--eeee- I---
V26864 93THO67A
AD8 CONSENSUS-O  —-A-l—A-?-7-
M30156 ANT70 o Acl—-A--V-
M737677 CONSENSUS-C  --oeenn I--- MVP5180 A
M737685 92BR025.9 VAU A
we ETH2220 VI686 ~MA-l-—-A--I-
SF128A BU910112
HEI3CS BR911513 CONSENSUS-CPZ ----2-?--217---
BAL2A 93MW959.18 CPZGAB N [ N
GUNAA 93MW960.3 CPZANT  ceeeeeee Al--—-
CM237X 93MW965.26
MFA UG268A2
168C SM145A
Qz4589 ZAM18A
91US006.10 ZAM20A
92TH014.12 DJ259A
91HT651.11 DJ373A
SF2 SE364A
SF2B13 BU910905A
LAI BU91007A
HXB2R BU91003A
GP160EN BU91002A
NY5CG BR91015A
NL43 BU91001A
JRCSF BU91006B
JRFL BU91008A
ALAL BU91004A
a2 CONSENSUS-D  -reeereeee -
84ZR085
BRVA
91US005.11. 92UG021.16
TR D2UG024W
BALA UG-AMK-3
VN C971-416
CAML WHO15-726
ADA 87774622
= 94UG1141
ELI
SIMIg4 5976
BCSG3C 76
D31
NDK
SF162
oVl 92UG024.2
SF33 vl
abC42 UG269A
AN UG274A2
RF SE365A2
WMI22 93ZR001.3
TB132 CONSENSUS-E
92BR020.4 92THO11A
92US711.14 KHO3
91US712.4 KHO8

II-179
DEC 97



HIV Helper T-cell Epitopes

gp41 Epltope 14 CONSENSUS-B CONSENSUS-E  r---g-—-QG
92US714.1 93TH966.8 R---G---QG---
Epitope 14 GIEEEGGERDRDR? 92US715.6 93TH975.15 | = J— QG---
) 92US716.6 92TH006.5 R---G--AQG---
CONSENSUS-B  gieeeGGerdrdr 92US657.1 TN235 R--G---QG---
92HT593.1 TN239 R---G---QG---
CONSENSUS-A 92HT594.10 TN242 R___R___SG___
U455 92HT596.4 TN243 R---G---QG-E-
SF1703 92HT599.24 92THO022.4 R--G-—-QG-—
AG_IBNG sc 93TH976.17  R-~G-—-QG--
92RW020.5 P896 CM238X R-—GD--QG-—
92UG031.7 HEI3BL CM240 ~--G---QG---
?JZGUZ%IC?-S HEI4BL AE_90CF402 R----5--QG---
HEI20BL AE_93TH253 R---G---QG---
UG273A HEI22BL - ©
DJ264A HEI27BL CONSENSUS-F  ---G---qGk--
DJ263A HEI28BL BF_93BR029.4 ----G---PGK--
DJ258A ENVVA 93BR020.1 ---G---QGK--
KENYA ENVVB BZ163A E---G---QG--
VI191A ENVVE BZ126A --G---QGNE-
Q23-17 Us1
= CONSENSUS-G  r---G---(----
CONSENSUS-B ~ -------mm-—- Us3 92RU131.9 ---G---GG-T-
C18MBC Us4 VI525A2 R---G---H--T-
LW123 OIHTE52.11  woooemememe AG_92NG083.2 KT--G---Q----
WR27 92UG005 AG_93NG003.1 R---G---Q---
Yu2 3202A12 LBV217 R---G---Q----
YU10 3202A21 92UG975.10 —--G--Q---
AC-3
JB NG 160 CONSENSUS-H ~ -T--G---Q----
M23470 93THOB7A 90CR056 T--G---Q----
M26864
M30156 AD8 CONSENSUS-O  rTG-g-—-e--p-
M737677 CONSENSUS-C ~ ?------Q--- ANT70 RTGGG--EG-P-
M737685 92BR025.9 MVP5180 RTG-—---G--PK
WB ETH2220 VAU -TG-G--DE--R-
SF128A BU910112 V1686 RTG-G---E--P-
HEI3CS BR911513 i R
BAL2A 93MW959.18 SSQ‘SAEQ‘SUS cpz EE;(;°QS
GUNAA 93MW960.3 CPZANT ERRKL-
CM237X 93MW965.26
MFA UG268A2
168C SM145A
Qz4589 ZAM18A
91US006.10 ZAM20A
92TH014.12 DJ259A
91HT651.11 DJ373A
SF2 e SE364A
SF2B13 BU910905A
LA BU91007A
HXB2R BU91003A
GP160EN BU91002A
NY5CG BRY1015A
NL43 BU91001A
JRCSF BU91006B
JRFL BU91008A
ALA1 BU91004A
a2 CONSENSUS-D  —-renmv q9-g-
84ZR085
BRVA
91US005.11. 92UG021.16
TR D2UG024W
BALA UG-AMK-3
VN C971-416
CAML WHO15-726
ADA 87724622
= 94UG1141
ELI
SIMI84 5976
BCSG3C 76
D31
SF162 NDK
oVl 92UG024.2
SF33 vl
abC42 UG269A
HAN UG274A2
RF SE365A2
WMI22 937ZR001.3
TB132 CONSENSUS-E
92BR020.4 92THO11A
92US711.14 e Q-#- KHO3
Ty A ———— KHO8




gp41 Epitope 15
Epitope 15 WLNATAIAVTEGTDRC
CONSENSUS-B  lInatAiaVaEgtDrv

CONSENSUS-A  --dfi-----gw----
U455 --D-V-V---GWI---
SF1703 -DTl-----GW----
AG_IBNG —-TI--V-NW---A
92RW020.5 -VDTl-----GR----
92UG031.7 -FDTl-----GW----
92UG037.8 -FDTI--V--GW----
UG275A -FDTI-VVI-GW----
UG273A ~-DTl-----GW----
DJ264A ~-DTl----NW----
DJ263A ~-DTI-L---NW----
DJ258A ~-DTI--V--NW----
KENYA VDTI--V--GW----
VI191A I, W RW--—I
Q23-17 VDTl-----GW----

CONSENSUS-B
C18MBC
LW123
WR27

YU2

YU10

AC-3

JB

M23470
M26864
M30156
M737677
M737685
WB
SF128A
HEI3CS
BAL2A
CM237X
MFA

168C
Qz4589
91US006.10
92THO014.12
91HT651.11
SF2
SF2B13
LAI

HXB2R
GP160EN
NY5CG
NL43
JRCSF
JRFL

ALA1

JH32

BALL
BRVA
91US005.11
ETR

BALA

MN

CAM1
ADA

JFL

SIMIg4
BCSG3C
D31

SF162

ovI

SF33
CDC42
HAN

RF

WMJ22
TB132
92BR020.4
92US711.14
91US712.4
YUy 4 A—— |

CONSENSUS-B

92US715.6
92US716.6
92US657.1
92HT593.1
92HT594.10
92HT596.4
92HT599.24
P896
HEI3BL
HEI4BL
HEI20BL
HEI22BL
HEI27BL
HEI28BL
ENVVA
ENVVB
ENVVE

us1

us2

uUs3

us4
91HT652.11
92UG005
3202A12
3202A21
MANC
WEAU160
93THOG7A
AD8

CONSENSUS-C
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